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6.2 Nucleotide sequence alignment

Nucleotide sequence alignment by the ClustalW2 programme (Larkin et al.,
2007; http://www.ebi.ac.uk/Tools/clustalw2/) provided by the European

Bioinformatics Institute, Hinxton, Cambridge, UK.

6.2.1 Rat c-rel sequences XM_223688.2 and NM_001107243.1

SegA Name Len{(nt) SegB Name Len (nt) Score

i
1

2734 74

e

1 XM_223688.2 2274 2 NM_001107243.1

XM_223688.2 ATGGGCTTCGTGCGACCAGCGGTAAATAGAGCCCAGGCCTGGTTAGATATCATCCAAAGG 60
NM_OO1107243.1 oo o oo oo oo e e
XM_223688.2 GACATTGCTACCCAAGAGGAGGAGAAGAGAGGATCTGCCTCAGTGGCCATGTTTTTGGCA 120
NM_ 0011072831 s oo e o o e e e
XM_223688.2 GATCCAGATGTCATCCTTCCATGTCGACCACTGTGGTGGACCAGACCCTACAGGATGTAC 180
NM_001107243.1 SES e e i e
XM_223688.2 AGGCCTCTGGCCCGACGCTGGARGC TGCGGCGAGCGGCGCGCGAAGCGGAGCCATGGCCT 240
NM_OOL107243.1 oo e e e e e e e
XM_223688.2 CCAGTGAGTACCGGGGCGAACACCTGCGGGTCARGGGAAGGAGCTGTCGGGGGCTCGGTT 300
NM 001107283 .1 oo e e e e e e
XM_223688.2 TGGGGTTGGGACGGTCTGCCTTTCAAGTCTTTTCATCTGGCAAATTGTCAGCCGTTTAAA 360
NM_001107243.1  ——---- CACTAGTGACCGGAGCGCGAAGATTCGGGGGTGGGAAGGTGTGAGCCGC-——~A 50
* *x K* K E * % E *x** kkkx*k *
XM_223688.2 AAGTTACCTGCTCCAGGGTTTGCGTGTGARATCARAGCGGCGCAGTGTARTCTGATCTC- 419
NM_001107243.1 AACCCAGAGGGGCCGGGAAAGAAGAGGAGGCCCGGGGGTGETCGGAGGACTGGGGTCGCG 110
R * * * K KK * x * * * x * * * * * **k X
XM_223688.2 _CTGTAGAAGGCAGCCGACGTCTGGCAGAGAAGAGGAAGTAGAAAGCTTAGTGACCGCTT 478
NM_001107243.1 GCTGCAGAGGCTGCTCGGCCTCCTCCCTGGCTGGCTGGCTAGT TGGCTGACTGACGGGCT 170
*hkAk KkEk%x K **k k Kk * * * * kX *kk K FkRkKkk K *
XM_223688.2 TAAGAGTTGAGCAGAGCAATGCCATAACTCCTGCTGTAGGCCGTAAAGGARACTGGGGCG 538
NM_001107243.1 - _AGCTG-GCTGGCTGACTCACTCACTC————————— ACTGACTGGCTGGCTGG--CG 214
*k Fk KKk K * * * *Khkkx * * * * * ok Kk * *
XM_223688.2 GATATAATCCCTACGTGGAAATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT 598
NM_001107243.1 GATATAATCCCTACGTGGARATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT 274
************************************************************
XM_223688.2 ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC 658
NM_001107243.1 ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC 334
******************************************************t*****
XM_223688.2 GGACTTACCCGTCTATCCAGATTATGAACTACTATGGARAAGGARAAGTAAGAATTACAT 718
NM_001107243.1 GGACTTACCCGTCTATCCAGATTATGAACTACTATGGAAAAGGAAAAGTARGAATTACAT 394
************************************************************
XM_223688.2 TAGTGACAARAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGARAAGATTGCA 178
NM_001107243.1 TAGTGACAAAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGARAAGATTGCA 454

************************************************************
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XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2
NM_001107243

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XKM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XKM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

¥M_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

GAGATGGGTACTATGAAGCAGAATTTGGACCGGAACGCAGACCTCTGTTATACGATCGTIC
GAGATGGGTACTATGAAGCAGAATTTGGACCGGAACGCAGACCTCTIGTT-———=——————

*************************************************

CAGATGAGAGAAAGCCAAGTAGTGCGTGCGTGCTAGGTTTTCAAAATTTGGGTATTCGGT
————————————————————————————————————— TTTTCABAATTTGGGTATTCGGT

PR P REEEE RS LR LR St

GTGTAAAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGAATTAGCGCAGGAATCAATC
GTGTAAAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGAATTAGCGCAGGARTCAATC

************************************************************

CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA
CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA

************************************************************

GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACAACCGCGCTGCCTC
GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACARCCGCGCTGCCTC

************************************************************

CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCARATACTGCAGAATTAAGGATCT
CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCARATACTGCAGAATTAAGGATCT

************************************************************

GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGAAATATTTICTGCTCTGTG
GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGARRTATTTCTGCTCTGTG

************************************************************

ACABAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGAAGCCAAAG
ACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGAAGCCAAAG

************************************************************

GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT
GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT

************************************************************

ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCCGACC
ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGAARATGCAGCTGCGGAGGCCTTCCGACC

************************************************************

AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGAAAAAGATGCCTATGGCA
AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGAAAAAGATGCCTATGGCA

***t********************************************************

ATAAATCAAAGAAGCAAAAGACGACTCTCATTTTTCAGARACTGCTGCAAGATTGTG—~~
ATAAATCAAAGAAGCAAARAGACGACTCTCATTTTTCAGAAACTGCTGCAAGATTGIGTCA

*********************************************************

CTTCCCTGAGAAAACAAGAGCTGTCCCTCTGGAGTCARTTGGAGAARCAAGATTCATCAA

————— AATCCAACTTGTTTTCTCATGGTACAGTTTTACCGGAAACGCCCAGGTCTTCAGG
AMAAGAATCCAACTTGTTTTCTCATGGTACAGTTTTACCGGAAACGCCCAGGTCTTCAGG

**********************w********************************

AGTTCCAGGGCAAGCTGAACCCTACTATTCTTCTTCCGGGTCCATCTCAARTGCATTGCC
AGTTCCAGGGCAAGCTGAACCCTACTATTCTITCTTCCGGGTCCATCTCARATGCATTGCC

************************************************************

ACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTGCARGCTGGTCACCGGTGAC
ACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTGCAAGCTGGTCACCGGTGAC

************************************************************

ACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCAGCTTCCCGGCCGGACAGCT
ACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCAGCTTCCCGGCCGGACAGCT

************************************************************

TTCCTCTAACTCACAAGGTGTCCTTCCGTTCCTAGACGGGGCTGGCATGARCGACTTAAG
TTCCTCTAACTCACAAGGTGTCCTTCCGTTCCTAGACGGGGCTGGCATGAACGACTTARG

************************************************************

TGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTAGGATGGAGACGCCGTCCAT
TGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTAGGATGGAGACGCCGTCCAT

************************************************************
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XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

XM_223688.2

NM_001107243.

GTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGCTGACGAATCGGCCTGTGAG
GTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGCTGACGAATCGGCCTGTGAG

************************************************************

TGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATCACCCARGACTTGTGAGTGT
TGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATCACCCAAGACTTGTGAGTGT

************************************************************

CAATCTTGAAAACCCCTCCTGTAACTCCAGGTTAGACCCAAGAGACCCGAGACARCTGCA
CAATCTTGARARCCCCTCCTGTAACTCCAGGTTAGACCCAAGAGACCCGAGACAACTGCA

****‘k*******************************************************

TCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTTCCAGTTCTIGTTTTITGTTTC
TCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTTCCAGTTCTGTTITTGTTTC

**~k********************************‘k********************‘k***

ACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAGATAATGGTCTGACAAATGA
ACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAGATAATGGTCTGACAAATGA

**********************************************k*************

ACCCGGATTAGCAAACGACGCACATCATCCTAACTTTGCCCAGAGCAGTCAGTACTCAGG
ACCCGGATTAGCAAACGACGCACATCATCCTAACTITGCCCAGAGCAGTCAGTACTCAGG

***********************7'r************************************

TATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTCGAGTATAGTTTTTTCARAAT
TATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTCGAGTATAGTTITTTTCAARAT

********‘k*************************‘k*************************

R

AGCCTTTTCTTTTTAGATGCTCTCACTCCCTTTGATTTCTTARAGCCTGTCTACTTATCT

CTTGTCCCAAAGBAGAGAAAAGACCAAGCGTGTGACTCAGTGCTGGAGCTTGCTTAATGT
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1910
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1786

2150
1846

2210
1906

2270
1966

2274
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2086
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KM_223688.2 s e e e
NM_001107243.1 GTACAAGGCCCATGTTCAGCCCTGTGTAGGAGAGACTAAGTAACARAC 2734

210
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6.2.2 Rat c-rel sequences XM_223688.2, NM_001107243.1
and mouse c-rel sequence NM_009044.2

SegqA Name Len(nt) SegB Name Len(nt) Score
1 NM_009044.2 2584 2 XM_223688.2 2274 66 %
1 NM_009044.2 2584 3 NM_001107243.1 2734 86 %
2 XM_223688.2 2274 3 NM_001107243.1 2734 74 %

Sequence used for c-Rel shRNA design marked in bold.

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

KM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

GATCCAGATGTCATCCTTCCATGTCGACCACTGTGGTGGACCAGACCCTACAGGATGTAC

———————————————————————— CACTAGTGACCGGAGCGCGAAG-—-ATTCGGGGGTG
———————————————————————— CACTAGTGACCGGAGCGCGAAG-—-ATTCGGGGGTG
AGGCCTCTGGCCCGACGCTGGARGCTGCGGCGAGCGGCGCGCGAAGCGGAGCCATGGCCT

* * KKk *hk*x khkrhkkkxk * * * %

GGAAGGTGTGA-GCCGCAAACCCAGAGGAGCCGGGRAAGAAGAGGAGGCCCGGGGGTGGT
GGAAGGTGTGA-GCCGCAAACCCAGAGGGGCCGGGARAGAAGAGGAGGCCCGGGGETGGT
CGAGTGAGTACCGGGGCGAACACCTGCGGGTCAAGGGA-AGGAGCTGTCGGGGGCTCGGT

* % * kK * *H* kkKk * * x 0k * * K Fh% * K ** K * * k

CCGAGGACAGG-CGTCCCGGCTGCGGAGGCTGCTCAGCCTCCTCACTGGTTGGCTGACTG

CGGAGGACTGG-GGTCGCGGCTGCAGAGGCTGCTCGGCCTCCTCCCTGGCTGGCTG-~——
TTGGGGTTGGGACGGTCTGCCTTTCAAGTCTTTTCA-TCTGGCAARTTGTCAGCCGTTTA
* Kk Kk *x * * Kk E R x K * % * K **x Kk
ACGGGCTAGCTGGCTGA--——CTGCCTGCCTGACCGA--CTGCCTGGCTGA-~CTGACTC
————~GCTAGTTGGCTGA———~CTG———————~ ACGGG--CTAGCTGGCTGG--CTGACTC
AMMAGTTACCTGCTCCAGGGTTTGCGTGTGAARATCAAAGCGGCGCAGTGTAATCTGATCT
*x *x &g * ** * * * * ok kk
ACTG-~——————— ACTGAC——-TGACTG-——————————==—=== GCTGCCTTGCAGCCT
ACTC————————— ACTCAC———TGACTG-———————————————= GCTGGCTGGC-———~

CCTGTAGARAGGCAGCCGACGTCTGGCAGAGAAGAGGARGTAGAAAGCTTAGTGACCGCTT

** * * %k *k X K *x Kk * ®

CGGGCCGGACGCTGGAAGCTGCAGCGAGCGGCGCGCGGAGCCGAGCCATGGCCTCGAGTG

TAAGAGTTGAGCAGAGCAATGCCATAACTCCTGCTGTAGGCCGTAAAGGAAACTGGGGCG

*

GATATAATCCATACGTAGAAATAATTGAACAGCCAAGGCAGAGGGGAATGCGGTTTAGAT
GATATAATCCCTACGTGGAAATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT
GATATAATCCCTACGTGGAARATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT

Akhkhkkhkxhhkk Fhkrxkdk FHRAAKX kA kAKX ARk F Ak _ X I F AR N A rk *x*FFxxhhhhdk X

ACAAGTGTGAAGGGCGATCAGCAGGTAGCATCCCAGGGGAGCGCAGCACAGACAACAACC
ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC
ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC

khkkkxxx* I A h Rk KX Fk khkxFkd K*k Ak AR FRIAKR I AR KK AT R A TR T AR KX F AR KKK X F K

GGACATACCCGTCTGTCCAGATTATGAACTACTATGGARARAGGAARAATAARGAATTACAT
GGACTTACCCGTCTATCCAGATTATGAACTACTATGGAAAAGGAAAAGTAAGAATTACAT
GGACTTACCCGTCTATCCAGATTATGAACTACTATGGAAAAGGAAAAGTAAGAATTACAT

*kkkk KrkkAkkx kK JE A R R R E RS SR R R

211

60

120

180

33
33
240

92
92
299

151
147
358

203
187
418

234
213
478

294
214
538

354
274
598

414
334
658

474
394
718
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NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243,

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

TAGTAACAAAGAATGATCCATATAAGCCTCATCCTCATGATTTAGTTGGARAAGATTGCA
TAGTGACAAAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGARRAGATTGCA
TAGTGACARAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGAAARGATTGCA

Xhhk Khhhkkhkhhkhd *k FrEkkkkkhkx K*x wxIAK A EEE R EEEESEER TR S S

GAGATGGATACTATGAAGCAGAATTTGGACCAGAACGCAGACCTTTGTT~—~—————~——
GAGATGGGTACTATGRAGCAGAATTTGGACCGGAACGCAGACCTCTGTT -~ ~—————————
GAGATGGGTACTATGAAGCAGAATTTGGACCGGAACGCAGACCTCTGTTATACGATCGTC

Ak kA hkh K KAAkARkKKkKh A kAKX KAAKKAFAK FXkrrkkaxh*k * h ok Kk

————————————————————————————————————— TTTTCARAATTTGGGTATTCGGT
————————————————————————————————————— TTTTCAARATTTGGGTATTCGGT
CAGATGAGAGAAAGCCAAGTAGTGCGTGCGTGCTAGGTTTTCAARATTTGGGTATTCGGT

EEEEE R L E R R R SRR RS

GTGTAAAGAAAAAGGAAGTGAAAGAAGCTATTATTTTAAGGATTAGTGCAGGAATCAATC
GTGTARAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGAATTAGCGCAGGAATCARATC
GTGTAAAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGAATTAGCGCAGGAATCAATC

Frhkkhh kA hkrkhkKx FAkAKAKAI Rk XFrAhkkhkhd* kxrxrkxrx xrx ki PR S S R

CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA
CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCARTGTGGTGA
CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA

******k*****************************************************

GGCTGTGTTTTCAAGTTTTCCTTCCTGATGAACATGGTARCTTCACAACTGCTCTGCCTC
GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACAACCGCGCTGCCTC
GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACAACCGCGCTGCCTC

*kkkhkx*t XK kKA TR A A IR A AKX FAARRAA KR AR T AR I A A I AT kT A XK *k kA xhdhk

CCATTGTTTCTAACCCAATTTATGACAACCGTGCCCCARATACTGCAGAATTAAGGATCT
CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCAAATACTGCAGAATTAAGGATCT
CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCAAATACTGCAGAATTARGGATCT

Ak KA AKX I KA KA KXxAk* FhkrAk P R L R E R R E R R R R ks

GCCGTGTGAACARGAACTGTGGAAGTGTCAGGGGAGGAGATGARATATTTCTGCTTTIGTG
GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGARATATTTCTGCTCTGTG
GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGARATATTTCTGCTCTGTG

* Ak KA AR KA KK A I A AA AT XTI KA KA A A FART AR KT AXK EEEEEE RS S SR E LSRR

ACAAAGTTCAGBAAGATGATATAGAAGTTCGTTTTGTGTTGAATGACTGGGAAGCCAGAG
ACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGARGCCAAAG
ACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGAAGCCARAG

ok kkh kKA KFKKAAKR KT T AT R I F A IR XTI I T AT F K dhkhkkkkF Ak A IAF I ARk XxThk*x *Kk

GTGTTTTTTCACAAGCTGATGTACACCGCCAAGTAGCCATTGTTTTCAAGACTCCTCCGT
GTATTTTTTCACARGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT
GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT

dh kA kKR A KA A FKAKRKRKANFIIR *hFAXARKNKA*KR FAFAXIAAXTRETAF Kk Kk KKhkhkkKk K

ATTGCAAAGCTATACTGGAGCCTGTGACAGTGARAATGCAGCTGCGGAGGCCTTCTGACC
ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGARRATGCAGCTGCGGAGGCCTTCCGACT
ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGARRATGCAGCTGCGGAGGCCTTCCGACC

* *hkkk KAk Krhkx KKXk*XKAKK dhkdhkh Ak h kA XFAFAKR A I I dd R F I XX TR TFXAX hr kX

AGGAAGTTAGTGAGTCTATGGATTTCAGATACCTGCCAGATGARAAAGATGCATATGGCA
AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGAAARAGATGCCTATGGCA
AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGAAAAAGATGCCTATGGCA

*hkAkxkAK* Fh KAk kFxkrAIk KX KRk I F R A XA FRAF KRR AAKRAA AT RXARF T A, Fhhhddhk

ATAAATCARAGAAACAAAAAACAACTCIGATTTTTCAGAAACTGCTGCAAGATTGTGGTC
ATAAATCAAAGAAGCAARAGACGACTCTCATTTTTCAGARACTGCTGCAAGATTGTG-TC
ATAAATCAAAGAAGCAABAGACGACTCTCATTTTTCAGARACTGCTGCAAGATTGTG-—~

kAKX KEXKAKAKRXK* FHhKhkKh FF K*xhkk FEEEEEEEE R R R R R RS R

ACTTTACTGAGAAACCAAGAACTGCCCCTCTGGGATCAACTGGAGAAGGAAGATTCATCA
ACTTCCCTGAGAAAACAAGAGCTGTCCCTCTGGAGTCARATTGGAGARACAAGATTCATCA

ABRAAAGAATCAAACTTATTTTCTCATGGTACAGTTTTACCAGAAATGCCCAGGTCTTCAG
ABAAAGAATCCAACTTGTTTTCTCATGGTACAGTTTTACCGGAAACGCCCAGGTCTTICAG
—————— AATCCAACTTGTTTTCTCATGGTACAGTTTTACCGGAAACGCCCAGGTCTTCAG

Ak hkk KhF*Ax hhkhAhFhhErxdAA kT hFrkrhrkk *hkxk EEEEE RS RS SR RS
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534
454
778

583
503
838

606
526
898

666
586
958

726
646
1018

786
706
1078

846
766
1138

906
826
1198

966
886
1258

1026
946
1318

1086
1006
1378

1146
1066
1438

1206
1125
1495

1266
1185

1326
1245
1549
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NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

¥M_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

GAGTTCCAGGGCAAGCTGAACCTTACTATTCTTCATGCGGGTCCATCTCGAGTGGATTGC
GAGTTCCAGGGCAAGCTGAACCCTACTATICTTCTTCCGGGTCCATCTCARATGCATTGC
GAGTTCCAGGGCAAGCTGAACCCTACTATTCTTCTTCCGGGTCCATCTCAAATGCATTGC

kkkhkAhhkhkAkkAkkrhkkkahkk HSrxkkrxxrchrk & kkkhkhkkkkhA*kk* * ** Fhkxkx

CACATCACCCACCAGCCATACCCTCAGTGGCCCATCAGCCTACAAGCTGGCCACCAGTGA
CACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTGCAAGCTGGTCACCGGTGA
CACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTGCAAGCTGGTCACCGGTGA

KrhkkhrKhkkkk kxkkhkkhk*x K*hrHIx kkH EE Ak hFKk KKK Kkkkkkxhkk whkkk kAkkk

CTCACCCCACCTCACACCCAGTCAGTACARATACCCTGAGTACTTTCTCAGCGGGAACAC
CACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCAGCTTICCCGGCCGGACAGC
CACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCAGCTTCCCGGCCGGACAGC

k kkkkk Ak A A* kA rKAKRIRE *FkAhkH*Kx F** KkrAhkkdAkk * kKK Kk HKk XKk K& *

TTTCCTCTAATTCACAAGGTATCCTTCCATTCCTAGAAGGGCCTGGTGTCAGCGACTTGA
TTTCCTCTAACTCACAAGGTGICCTTCCGTTCCTAGACGGGGCTGGCATGAACGACTTAA
TTTCCTCTAACTCACAAGGTGTCCTTCCGTTCCTAGACGGGGCTGGCATGARCGACTTAA

kkkhkhkhwrhhhk KhkdhkkhkdrA FArxhkrhkk *rxkhkFhdhd *x¥k * kK ok * Kk Kk kkkk *

GTGCATCTAATTCGTGCCTTTATAATCCTGATGACCTAGCTAGAATGGARACGCCATCCA
GTGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTAGGATGGAGACGCCGTCCA
GTGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTAGGATGGAGACGCCGTCCA

khkK*k KhhAkEkKk * Ahkkrkhkrk FHh Kk kkkkk *rkk FhhkwA khkkkhk Khkkik*x*x khkk*

TGTCACCAACTGACTTATACAGTATCTCTGATGTCAACATGCTATCTACTCGGCCTCTGA
TGTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGCTGACGAATCGGCCTGTGA
TGTCACCGACCGACTTATACAGTATTTCTGACGTCARCATGCTGACGAATCGGCCTGTGA

kkkkhhk* *hk khkkhEAkakkxkkhkAhx AXkFkx*x KX krhrhrdxk * Kk HhkkAkk*Kk Kk %

GTGTGATGGCACCCAGCACTGATGGCATGGGGGACACTGACAACCCAAGACTTGTGAGCA
GTGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATCACCCARGACTTGTGAGTG
GTGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATCACCCARGACTTGTGAGTG

*khkkkKkrFh *h AKX K FFRFAA XA A Ak kKA XX A KA T KK EREE RS SRR S R RS

TCAATCTTGAAARACCCCTCATGTAATGCCAGGCTAGGCCCAAGAGACCTGAGACAACTAC
TCAATCTTGARAACCCCTCCTGTAACTCCAGGTTAGACCCAAGAGACCCGAGACAACTGC
TCAATCTTGAAAACCCCTCCTGTAACTCCAGGTTAGACCCAAGAGACCCGAGACARCTGC

FhkAKXKAKFAF AR AT KK FHFA FHHF Kk dAkrhkk Khhkk kA xF KAk kkkhk FAXkAXFAKX K,

ATCAGATGTCTCCTGCCAGTCTGTCCGCGG—~—-GCACCAGCTCCAGTTCTGTTTTTGTTT
ATCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTTCCAGTTCTGTTTTIGTTIT
ATCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTTCCAGTTCTGTTTTTGTTT

dhkkhkhkhKkAKKkK** *AAkAXFkAEx FHhHEd xk % hhkhhAxK FAKRKFAXAFArTXF R T I **K

CACAGTCAGATGCATTTGATAGATCAAACTTCAGTTGTGTAGATAATGGCCTGATGAATG
CACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAGATAATGGTCTGACARATG
CACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAGATAATGGTCTGACARATG

Kk KkKhkHmkk Fxk xrk*x *kKhkk ok hkk kA AR AR FARK* FhhkhkFhhkhxkHx FEhKk*E R

AGCCTGGACTATCAGATGACGCAAATAATCCTACCTTTGTTCAGAGCAGTCACTATTCAA
AACCCGGATTAGCAAACGACGCACATCATCCTAACTTTGCCCAGAGCAGTCAGTACTCAG
AACCCGGATTAGCAAACGACGCACATCATCCTAACTTTGCCCAGAGCAGTCAGTACTCAG

X K% kkHE Kk kk *x K*hkkkkk Fxk FKkkFhkk FhkrkF K kkkIA kK KkFdhk Kk **x KAK

GTGTTAACACTCTGCAARAGTGAGCAACTGAGTGATCCCTTCACATATGGTTTTTTTAARA
GTATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTCGAGTATAGTTTTTTCARRA
GTATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTCGAGTATAGTTTTTTCAARA

*x* Kk * kx Ak Ak kI FhkEkI Ik kKK * Kk ok Fx * ok ok kK *xkkhk Khkkkhkkhkk Frhkk

TATAAGTTGTAGGACTTAAATAAGTATATAGAATATTAAGAGAAAGTTCAGAAGTCAAAA
TATAAGTTGTAGGACTTAAATAGGTGTACAGACTATTAAGAGGAAGTTCAGATGTCAGAA
TR~ — = mom i —

CTTTAARAGCCGCTACTGTTTCTTACTTTGAAA—-—-GATATGCCTARAGTCCACGTGCTTG
CTTTAAA-GCTGCCACTGTTTCTTACTTTGAAAARGATATGCCTGAAGTACATGTGCTTG

CTGTGAGTTGTTTT-CTGTATTTCCCCAAGACAAACTATGTATCTTTGCTAATGTATTAG
ATGCGAATTGTTTTTCTGTATTTCCCCAAGACCAGCTATGGGTCTTTA-TAATGTATTAG
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1609

1446
1365
1669

1506
1425
1729

1566
1485
1789

1626
1545
1849

1686
1605
1909

1746
1665
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1806
1725
2029
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1785
2089

1923
1845
2149

1983
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2025
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NM_009044.2

NM_001107243.

XM_223688.2

NM_005044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

NM_005044.2

NM_001107243.

XM_223688.2

NM_009044.2

NM_001107243.

XM_223688.2

TTAAATGAGATGATATTTGCTTTCAAGCAGATTTAAGGTGAAAARACGTGTAATGGCTATG
TTAAATGAAAGGATATTTGCTTTCAAGCAGATTTAAAGT-~AAAACATGTAATGGCTATG

CCATTGGGAAATABACTCATTATTATTGTTGAGGCCCATAGGCCAAAGTGACCCCTAAGG
CCATTGGGAAATABRACTCATIGT-—-TGTTGAGGCCCATAGGCCAAAGTGACCCCTAAGG

GGTTTTCTGAGGTTTCTTGGTATTTTTAGGG
GGTTTTCTGAGGTTTCTTGGTATTT TAGAGGGTGTGTGTIGTGTGTGTGTGTGTGTGTGTG

— _TGTGTGTGTGTTAAAGTAAGCTTTCAAGGCATGGAAGTTTTTTITTTTTTICTATITTC
TGTGTGTGTGTGTTAAAGTAAGCTTTCAAGGTATGGAAGGTTTTTGTT-———CTATTTTA

TATTATTTAGGCTTTTATCTTTAAAGTTACATGTGARATTAGCTTGATATCTGTATTTIC
TATTATTTAGACC————— CTTTAAAGTTACATGTGAAATTAGCTTGATATCTGTATTTIC

AAGAAAA-GTTTTCTTGAGCCTITTCTTTTTAGATGTTCTCATTCCGTTTGATCTCCTAA
AAGAAAAAGTTTTCTTGAGCCTTTTCTTTITAGATGCTCTCACTCCCTTTGATTTCTTAA

AGCCTGTCTIGCTTCACTATAAAGAATCTAACCAGGT—————— == =
AGCCTGTCTACTTATCTATAAAGAATCTGACCAGGCATCCTGGGCTCATGTCTGTGATCT

CAARC 2734
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2340
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2371
2318

2429
2374

2489
2429

2548
2489

2584

2549

2609

2669
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6.2.3 Rat c-rel sequences XM_223688.2, XM_223688.5 and
NM_001107243.1

SegA Name Len(nt) SegB Name Len(nt) Score

1 XM_223688.5 2117 2 XM_223688.2 2274 79 %

1 XM_223688.5 2117 3 NM_001107243.1 2734 96 %

2 XM_223688.2 2274 3 NM_001107243.1 2734 74 %

CLUSTAL 2.0.10 multiple sequence alignment
Sequence used for c-Rel shRNA design marked in bold.

XM_223688.5

NM_001107243.1

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_C01107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

AGGCCTCTGGCCCGACGCTGGAAGCTGCGGCGAGCGGCGCGCGAAGCGGAGCCATGGCCT

—————— CACTAGTGACCGGAGCGCGAAGATTCGGGGGTGGGARGGTGTGAGCCGC————A
TGGGGTTGGGACGGTCTGCCTTTCAAGTCTTTTCATCTGGCAAATTGTCAGCCGTTTARA

AACCCAGAGGGGCCGGGAAAGAAGAGGAGGCCCGGGGGTGGTCGGAGGACTGGGGTCGCG
AAGTTACCTGCTCCAGGGTTTGCGTGTGARATCARAGCGGCGCAGTGTAATCTGATCTC

—————————————————————————————————— ATGGCC--TCGAGTGAGTACCGGGGC
GCTGCAGAGGCTGCTCGGCCTCCTCCCTGGCTGGCTGGCTAGT TGGCTGACTGACGGGCT
~CTGTAGAAGGCAGCCGACGTCTGGCAGAGAAGAGGAAGTAGAAAGCT TAGTGACCGCTT

L L.

GAACACCTG-CGGGTCAAGGGAAGGAGCTGTCG-—-GGGGCTCE—————————~———— GCG
AGCTGGCTGGCTGACTCACTCACTCACTGACTG--GCTGGCTG-——=====—==——— GCG
TAAGAGTTGAGCAGAGCAATGCCATAACTCCTGCTGTAGGCCGTAAAGGAAACTGGGGCG

* x * * * * * * * % X

GATATAATCCCTACGTGGAAATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT
GATATAATCCCTACGTGGAAATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT
GATATAATCCCTACGTGGABATCATTGAACAGCCAAGGCAGAGGGGCATGCGGTTTAGGT

************************************************************

ACARGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACARCAACC
ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC
ACAAGTGTGAAGGTCGCTCAGCCGGCAGCATCCCAGGGGAGCGCAGCACAGACAACAACC

*******************************************k****************

GGACTTACCCGTCTATCCAGATTATGAACTACTATGGAAAAGGAAAAGTAAGARTTACAT
GGACTTACCCGTCTATCCAGATTATGAACTACTATGGAAAAGGAAAAGTARGAATTACAT
GGACTTACCCGTICTATCCAGATTATGAACTACTATGGAAARAGGAAAAGTAAGAATTACAT

*************************************************t**********
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XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM _223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

M _223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

TAGTGACAAAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGAAAAGATTGCA
TAGTGACAAAGAATGACCCCTATAAGCCCCACCCTCACGATTTAGTTGGARAAGATTGCA
TAGTGACAAAGAATGACCCCTATARGCCCCACCCTCACGATTTAGTTGGAAAAGATTGCA

**************************************k*********************

GAGATGGGTACTATGAAGCAGAATTTGGACCGGAACGCAGACCTCTIGTT——~~~——————
GAGATGGGTACTATGRAGCAGAATTTGGACCGGAACGCAGACCTCTGTT - ——————————
GAGATGGGTACTATGAAGCAGAATTTGGACCGGAACGCAGACCTCTGTTATACGATCGTC

*************************************************

————————————————————————————————————— TTTTCAAAATTTGGGTATTCGGT
—————————— TTTTCAARATTTGGGTATTCGGT
CAGATGAGAGAAAGCCAAGTAGTGCGTGCGTGCTAGGTTTTCARARTTTGGGTATTCGGT

Ak hkrkARXK KX KA AAF R KR KR I K

GTGTAAAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGRATTAGCGCAGGAATCAATC
GTGTARAGAAAAAAGAAGTGARAGAAGCTATCATTTTAAGAATTAGCGCAGGAATCAATC
GTGTAAAGAAAAAAGAAGTGAAAGAAGCTATCATTTTAAGAATTAGCGCAGGAATCAATC

************************************************************

CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA
CTTTCAATGTCCCTGARCAGCAGCTGCTGGACATTGAAGACTGCGACCTCAATGTGGTGA
CTTTCAATGTCCCTGAACAGCAGCTGCTGGACATTGARGACTGCGACCTCAATGTGGTGA

************************************************************

GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACAACCGCGCTGCCTC
GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTARCTTCACAACCGCGCTGCCTC
GGCTGTGCTTCCAAGTTTTCCTTCCTGATGAACATGGTAACTTCACARCCGCGCTGCCTC

************************************************************

CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCAPATACTGCAGAATTAAGGATCT
CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCAAATACTGCAGAATTARGGATCT
CCATTGTTTCCAACCCGATTTACGACAACCGTGCCCCARATACTGCAGAATTAAGGATCT

****k*******************************************************

GTCGTGTGAACARGAACTGTGGCAGTGTCAGGGGAGGAGACGAAATATTTCTGCTCTIGTG
GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGARATATTTCTGCTCTGTG
GTCGTGTGAACAAGAACTGTGGCAGTGTCAGGGGAGGAGACGAAATATTTICTGCTCTGTG

************************************************************

ACAAAGTTCAGARAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGARGCCAAAG
ACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGARGCCARAG
ACAAAGTTCAGAAAGATGATATAGAAGTTCGTTTCGTGTTGAATGACTGGGAAGCCAAAG

************************************************************

GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT
GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT
GTATTTTTTCACAAGCTGATGTGCACCGCCAAGTTGCCATTGTTTTCAGGACGCCTCCAT

******************************************k*****************

ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCCGACC
ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGARARATGCAGCTGCGGAGGCCTTCCGACC
ACTGCAGAGCCATAGTGGAGCCCGTGACAGTGAAAATGCAGCTGCGGAGGCCTTCCGACC

*********k****t*********************************************

AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGAAARAGATGCCTATGGCA
AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGARAAAGATGCCTATGGCA
AGGAAGTCAGCGAGTCTATGGACTTCAGATACCTGCCAGATGARAAAGATGCCTATGGCA

************************************************************

ATARATCAAAGAAGCAAAAGACGACTCTCATTTTTCAGAAACTGCTGCAAGATTGTGGTA
ATAAATCAAAGAAGCAARAGACGACTCTCATTTTTCAGARACTGCTGCAAGATTGTG——~
ATAAATCAAAGAAGCAARAAGACGACTCTCATTTTTCAGAAACTGCTGCAAGATTGTG—~~

***************k*****************************************

AGAACACTTTGATTGATCACTTCCCTGAGAAAACAAGAGCTGTCCCTCTGGAGTCAATTG
———————————————— TCACTTCCCTGAGAAAACAAGAGCTGTCCCTCTGGAGTCAATTIG

GAGAAACAAGATTCATCAAAAAAGAATCCAACTTGTTTTCTICATGGTACAGTTTTACCGGE
GAGAAACAAGATTCATCAAAAAAGAATCCAACTTGTTTTCTCATGGTACAGTTTTACCGG
———————————————————————— AATCCAACTTGTTTTCTCATGGTACAGTTTTACCGG

N e R L A TR R RS S E R R
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XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XKM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

ARACGCCCAGGTCTTCAGGAGT TCCAGGGCAARGCTGAACCCTACTATTCTTCTTCCGGGT
AAACGCCCAGGTCTTCAGGAGT TCCAGGGCAAGCTGAACCCTACTATTCTTCTTCCGGGT
ARACGCCCAGGTCTTCAGGAGTTCCAGGGCAAGCTGAACCCTACTATTCTTCTTCCGGGT

************************************************************

CCATCTCAAATGCATTGCCACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTG
CCATCTCAAATGCATTGCCACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTG
CCATCTCAAATGCATTGCCACATCACCCGTCAGCCATGCCCTCCATGGTCCATCAGCCTG

************************************************************

CAAGCTGGTCACCGGTGACACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCA
CAAGCTGGTCACCGGTGACACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCA
CARGCTGGTCACCGGTGACACACCCCACCTCACACCCAGGCAGTACTAACACCCTGAGCA

************************************************************

GCTTCCCGGCCGGACAGCTTTCCTCTAARCTCACAAGGTGTCCTTCCGTTCCTAGACGGGE
GCTTCCCGGCCGGACAGCTTICCTCTAACTCACAAGGTGTCCTTCCGTTCCTAGACGGGEG
GCTTCCCGGCCGGACAGCTTTCCTCTAACTCACAAGGTGTCCTTCCGTTCCTAGACGGGG

************************************************************

CTGGCATGAACGACTTAAGTGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTA
CTGGCATGAACGACTTAAGTGCCTCTAATGCTTGCCTTITTAGTACTGATAACCTGGCTA
CTGGCATGAACGACTTAAGTGCCTCTAATGCTTGCCTTTTTAGTACTGATAACCTGGCTA

************************************************************

GGATGGAGACGCCGTCCATGTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGC
GGATGGAGACGCCGTCCATGTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGC
GGATGGAGACGCCGTCCATGTCACCGACCGACTTATACAGTATTTCTGACGTCAACATGC

************************************************************

TGACGAATCGGCCTGTGAGTGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATC
TGACGAATCGGCCTGTGAGTGTIGATGACAAGCAGCACTGATGGCATGGGGGACACTGATC
TGACGAATCGGCCTGTGAGTGTGATGACAAGCAGCACTGATGGCATGGGGGACACTGATC

************************************************************

ACCCAAGACTTGTIGAGTGTCAATCTTGAAAACCCCTCCTGTAACTCCAGGTTAGACCCAA
ACCCAAGACTTGTGAGTGTCAATCTTGAAAACCCCTCCTGTAACTCCAGGTTAGACCCAA
ACCCAAGACTTGTGAGTGTCAATCTTGAAAACCCCTCCTGTAACTCCAGGTTAGACCCAR

************************************************************

GAGACCCGAGACAACTGCATCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTT
GAGACCCGAGACAACTGCATCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTT
GAGACCCGAGACAACTGCATCAGATGTCTACTGCCAGTATGTCAGCAGCAGGCACCAGTT

*************************************************t**********

CCAGTTCTGTTTTTGTTTCACAGTCGGATACATTCAATAGACCCCACTTCAGTTIGTATAG
CCAGTTCTGTTTTTGTTTCACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAG
CCAGTTCTGTTTTTGTTTCACAGTCGGATACATTCAATAGACCCCACTTCAGTTGTATAG

************************************************************

ATAATGGTCTGACAAATGAACCCGGATTAGCARACGACGCACATCATCCTARCTTTGCCC
ATAATGGICTGACAAATGAACCCGGATTAGCAAARCGACGCACATCATCCTAACTTTGCCC
ATAATGGTCTGACARATGAACCCGGATTAGCARACGACGCACATCATCCTAACTTTGCCC

**************************************k*********************

AGAGCAGTCAGTACTCAGGTATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTICG
AGAGCAGTCAGTACTCAGGTATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTICG
AGAGCAGTCAGTACTCAGGTATCGATGCTCTGCAGAGTGAGCAGTTGGGCGACTCCTTCG

************************************************************

AGTATAGTTTTTTCAAAATATAAGTTGTAGGACTTAAATAGGTGTACAGACTATTAAGAG
AGTATAGTTTTTTCAAAATATAAGTTGTAGGACTTAAATAGGTGTACAGACTATTAARGAG
AGTATAGTTTTTTCAAAATATAR-—————— === === == —————————————————————

Khhd I I AA KT KRARAAKR KA XX XT KT K

GAAGTTCAGATGTCAGAACTTTAAAGCTGCCACTGTTTCTTACTTTGAAAAAGATATGCC
GAAGTTCAGATGTCAGAACTTTAAAGCTGCCACTGTTICTTACTTTGAAAAAGATATGCC

TGAAGTACATGTGCTTGATGCGAATTGTTTTTCTGTATTTCCCCAAGACCAGCTATGGGT
TGAAGTACATGTGCTTGATGCGAATTGTTTTTCTGTATTTCCCCAAGACCAGCTATGGGT
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NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM _223688.5

NM_001107243.

XM _223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

XM_223688.5

NM_001107243.

XM_223688.2

CTTTATAATGTATTAGTTAAATGAAAGGATATTTGCTTTCAAGCAGATTTAAAGTARARC
CTTTATAATGTATTAGTTAAATGAAAGGATATTTGCTTTCAAGCAGATTTAAAGTARAAC

ATGTAATGGCTATGCCATTGGGARATAAACTCATTGTTGTTGAGGCCCATAGGCCAAA-—
ATGTAATGGCTATGCCATTGGGAAATAAACTCATTGTTGTTGAGGCCCATAGGCCAAARGT

TATTTTATATTATTTAGACCCTTTARAGTTACATGIGAAATTAGCTTGATATCTGTATTT

TAGAGCGGCTTACGGAAAGCTTGTCCCARAGAAGAGARAAGACCAAGCGTGTGACTCAGT
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6.3 Publications and Presentations

6.3.1 Fibroblast growth factor homologous factor 1 regulates neuronal
morphology by modulation of NF-xB signaling in the axon-initial

segment of adult neurons

Authors: Hans-Georg Kénig, Beau J. Fenner, Robert F. Schwamborn,
Tytus Bernas and Jochen H.M. Prehn

Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

Status: under review at Journal of Cell Biology

6.3.2 Excitoxic injury-induced NF-xB activation is partly mediated

through a non-canonical activation pathway

Authors: Robert F. Schwamborn, Tytus Bernas. Hans-Georg Kénig, and
Jochen H.M. Prehn

Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

Status: in preparation

6.3.3 Neuroscience Ireland Annual Conference 2010

Location: Dublin, Ireland  Date: 2" —3™ Sept. 2010

Oral Blitz presentation & Poster presentation

Title: Differential NF-kappaB activation during excitotoxic injury of rat
hippocampal neurons: A real-time imaging approach

Authors: Robert Schwamborn*1, Heiko Diissmann', Hans-Georg Kénig',
and Jochen H.M. Prehn’

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

* presenting author
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Abstract was published in the Irish Journal of Medical Science, Volume 180,
Supplement 2

6.3.4 Biophotonics & Imaging Graduate Summer School (BIGSS) 2010
Location: The Burren, Co. Clare, Ireland  Date: 27" Aug. — 2" Sept. 2010

Poster presentation

Title: Differential NF-kappaB activation during excitotoxic injury of rat
hippocampal neurons: A real-time imaging approach

Authors: Robert Schwamborn*1, Heiko Diissmann', Hans-Georg Koénig',
and Jochen H.M. Prehn’

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

* presenting author

6.3.5 International conference of the Society for Neuroscience (SfN)
2009

Location: Chicago, IL., USA Date: 17" — 21% Oct. 2009

Poster presentation

Title: Differential NF-kappaB activation in excitotoxic injury of rat
hippocampal neurons: A real-time imaging approach

Authors: Robert Schwamborn*1, Heiko Diissmann', Hans-Georg Ké’)nig1,
and Jochen H.M. Prehn'

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

* presenting author

6.3.6 International conference of the Society for Neuroscience (SfN)
2008

Location: Washington D.C., USA Date: 15" — 19" Nov. 2008
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1) Poster presentation

Title: ALK1 is an alternative TGF-beta receptor in adult neural precursor
cells: Implications for differentiation and proliferation

Authors: Hans-Georg Kénig*' Robert Schwamborn', Donat Kégel” and
Jochen H.M. Prehn'

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland
2Experimental Neurosurgery, J.-W. Goethe University, Frankfurt, Germany

* presenting author

2) Poster presentation

Title: Neuronal modulators of NF-kappaB signaling identified using protein
microarrays

Authors: Beau J. Fenner', Mike Scannel', Robert Schwamborn', Hans-
Georg Kénig' and Jochen H.M. Prehn*’

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

* presenting author

6.3.7 International conference of the Society for Neuroscience (SfN)
2007

Location: San Diego, CA, USA Date: 39— 7" Sept. 2007

1) Poster presentation

Title: Investigation on NF-kappaB activation and transport in the axon initial
segment

Authors: Robert Schwamborn*', Hans-Georg Kénig' and Jochen Prehn’
'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

* presenting author
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2) Poster presentation

Title: NR2B receptors mobilise NF-kappaB signaling in the axon initial
segment during NMDA toxicity

Authors: Hans-Georg Kdnig*', Christian Schultz?, Robert Schwamborn’,
Chriso1ula Politi?, Peter Golonski?, Donat Kégel®, Thomas Deller®, Jochen
Prehn

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

2|nstitute for Clinical Neuroanatomy, J.-W. Goethe University, Frankfurt,
Germany

SExperimental Neurosurgery, J.-W. Goethe University, Frankfurt, Germany

* presenting author

6.3.8 Royal Academy of Medicine in Ireland (RAMI) — Section of
Biomedical Sciences — Winter meeting 2007

Location: Dublin, Ireland Date: 11" Jan. 2007

Poster presentation
Title: An investigation on the constitutive NF-xB pathway in neurons

Authors: Robert Schwamborn*!, Christian Schultz?, Thomas Deller?,
Hans-Georg Kénig™' and Jochen Prehn'’

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland
2|nstitute for Clinical Neuroanatomy, J.-W. Goethe University, Frankfurt,

Germany
* presenting author T equal contributors

6.3.9 International Conference of the Gesellschaft fiir Biochemie und
Molekularbiologie 2006 (GBM 2006): Molecular pathways in
health and disease of the nervous system

Location: Witten, Germany Date: 28" to 30" Sept. 2006

1) Poster presentation
Title: Investigation on constitutive IKK activity in the axon initial segment

Authors: Robert Schwamborn*!, Christian Schultz?, Thomas Deller?,
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Hans-Georg Kénig'" and Jochen Prehn'’
"Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

?Institute for Clinical Neuroanatomy, J.-W. Goethe University, Frankfurt,
Germany

* presenting author T equal contributors

Abstract was published in BMC Neuroscience 2007, 8(Supp! 1):P9

2) Poster presentation
Title: Compartimentalized NF-kappaB activity in the axon initial segment

Authors: Hans-Georg Kénig*'®, Robert Schwamborn', Chrisoula Politi,
Donat Kégel?, Thomas Deller?, Jochen Prehn’" and Christian Schultz'

'Dept. of Physiology, Royal College of Surgeons in Ireland, Dublin 2, Ireland

?Institute for Clinical Neuroanatomy, J.-W. Goethe University, Frankfurt,
Germany

SExperimental Neurosurgery, J.-W. Goethe University, Frankfurt, Germany

* presenting author T equal contributors

Abstract was published in BMC Neuroscience 2007, 8(Suppl 1):P9
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